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Probe Set	Name	Symbol	GV	MII	zygote	early2	mid2	late2	4cell	8cell	16cell	earlyB	midB	lateB
92485_at	bone morphogenetic protein 15	BMP15	3452	8064	7422	14299	11486	6279	289	100	100	100	100	100
103239_at	caudal type homeo box 2	Cdx2	313	318	301	378	369	409	350	403	383	624	615	984
98414_at	Cluster Incl M97812:Mus musculus Rex-1 gene /cds=(821,1687) /gb=M97812 /gi=200715 /ug=Mm.3396 /len=1762	Rex-1	100	100	100	100	359	569	886	2721	3259	3958	3281	4854
160680_at	cytoplasmic polyadenylation element binding protein	CPEB	2997	1526	1422	573	528	414	158	190	102	123	131	162
160370_at	embryonal stem cell specific gene 1	Dppa5	17744	1673	1073	1056	3727	9060	14830	17750	16887	18326	19094	18938
93880_at	eomesodermin homolog (Xenopus laevis)	Eomes	183	234	154	204	325	265	221	263	421	1160	1126	1910
100065_r_at	gap junction membrane channel protein alpha 1	Cx43	100	111	100	100	225	340	929	7014	6380	4860	4793	4510
102164_at	gap junction membrane channel protein alpha 10	Cx43	100	129	121	100	100	101	100	103	100	111	128	159
160567_at	growth differentiation factor 9	GDF9	21914	17346	19944	7841	7567	4718	1283	138	100	100	100	100
100123_f_at	integrin beta 1 (fibronectin receptor beta)	Itgb1	3610	12860	11236	1661	1578	981	2279	5764	6181	7310	8054	8057
100124_r_at	integrin beta 1 (fibronectin receptor beta)	Itgb1	1726	5261	4527	1000	698	541	888	1786	2405	3036	2797	2898
100416_at	maternal embryonic leucine zipper kinase	Melk	1097	548	588	856	468	327	586	517	590	311	333	363
101483_at	maternal inhibition of differentiation	Maid	13145	20511	20274	19567	20283	13580	4101	2735	2809	2601	2869	3271
161867_f_at	Moloney sarcoma oncogene	Mos	10572	13033	3732	100	100	100	100	100	100	100	100	100
96521_at	Moloney sarcoma oncogene	Mos	20222	24500	8155	100	107	100	102	101	160	100	103	100
92907_at	occludin	Ocln	339	455	356	313	630	789	277	916	1259	959	692	892
93981_at	plasminogen activator, tissue	tPA	21924	27103	16611	647	368	278	100	100	100	100	100	106
103075_at	POU domain, class 5, transcription factor 1	Oct4	3928	4551	5039	8855	8663	4937	3314	8976	15576	16448	13598	10935
161072_at	RIKEN cDNA 2410002E02 gene	Nanog	577	100	100	232	125	133	598	1631	1321	7015	6726	5698
97519_at	secreted phosphoprotein 1	Spp1	100	865	368	100	100	100	100	100	100	6747	6083	6628
160843_at	spindlin	Spin	6011	17159	16732	19046	19379	12624	3378	734	260	110	105	134
92477_at	spindlin	Spin	1888	13635	15938	15994	17712	12146	4389	548	376	265	254	255
99528_at	spindlin	Spin	16851	14950	11490	17674	18582	11386	1945	1022	716	658	770	677
99563_at	spindlin	Spin	10709	21110	20854	19922	20739	13717	3332	1477	1343	1497	1590	1524
100009_r_at	SRY-box containing gene 2	Sox2	167	841	730	502	446	176	100	225	300	3426	4073	3496
160471_at	stem-loop binding protein	SLBP	11925	21890	21420	18518	13702	8363	7042	5915	5929	4335	3149	5080
103761_at	Tcfcp2-related transcriptional repressor 1	Crtr-1	237	257	186	235	454	605	329	4824	11280	17854	18665	17103
99935_at	tight junction protein 1	ZO-1	2079	2284	4344	5833	3855	1795	1532	6430	5822	3134	2415	4128
92275_at	transcription factor AP-2, gamma	Tcfap2c	2089	16516	13586	6287	3404	1982	4836	15790	14093	9451	11347	9715
95932_at	zona pellucida glycoprotein 1	ZP1	15278	6844	6809	2044	2612	2488	1475	537	379	109	104	176
162261_f_at	zona pellucida glycoprotein 2	ZP2	18876	2774	2926	2748	2675	2276	1394	552	559	321	422	324
93429_at	zona pellucida glycoprotein 2	ZP2	17946	3643	3688	3039	3145	2210	846	208	256	100	100	100
102675_at	zona pellucida glycoprotein 3	ZP3	25043	8342	7626	1138	2375	3846	4492	1520	1353	217	353	193
														



